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OIPE 


RAW SEQUENCE LISTING DATE: U8/2 3/^00 1 

PATENT APPLICATION: US/0 9/9 2 8 , 0 4 7 TIME: 16:01:06 

input;. Set : A:\ES.txt 

Output Set : N:\CRF3\0 8162 0 01\I928 04 7 . raw 

4 110-- APPLICANT Cantor, Thomas L. 

*) -120.* TITLE OF INVENTION: Cyclase Inhibiting Parathyroid Hormone Antagonists or 
Modu 1 a to rs a: id 

7 Osteoporosis ^ 

C--J> 9 <L40> CURRENT APPLICATION NUMBER: US/09/928, 047 | " ^ ^ 

d-I* 9 <L41> CURRENT FILING DATE: 2001-08-10 f")^' 
W*-> 0 <L30> FILE REFERENCE: J J 

■) ol00 • NUMBER OF SEQ ID NOS : 5 
11 -;L" 7 0:- SOFTWARE: Microsoft Word 2000 - ASCII format 


ERRORED SEQUENCES 


14 

T6 
T3 
2 0 


27 

2 8 
U) 

u 

3 3 
3 4 
3h 

3 7 

E--> 39 

4 0 
4 4 
4h 

4 8 
5u 

54 

5 5 
5 n 

5 8 
6i) 
b 1 

E--> 6\ 

6 4 

6 8 

7 0 
72 
7 4 
7h 


:210> SEQ ID NO: t 
:2ll 
:2T2 
.2 1 3 
:4()0 


1 JL 


LENGTH: 83/1 integer length] 
TYPE: PR T ^ ■ 


: UtA 


ORGANISM: human parathyroid hormone peptide fragment 
SEQUENCE : L 

Vai Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
1 5 10 15 

Ser Met Glu Ara Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val 
2 0 2 5 3 0 

His Asn Phe Val Ala Leu Gly Ala Pro Leu Ala Pro Arg Asp Ala 
3 5 4 0 4 5 

Gly Ser Gin Arg Pro Arg Lys Lys Glu Asp Asn Val Leu Val Glu 

5 0 5 5 6 0 
Ser His Glu Lys Ser Leu Gly Glu Ala Asn Lys Ala Asp Val Asn 

6 5 70 v j 7 5 
Val Leu (Thyr ifcys Ala L/s" Ser Gin f L (^C^f 

HO 

-.;2 10> SEO ID NO: 2^ . -- " ' ^ 

-:211- LENGTH: 51,' [integer length] 
-..2 12> TYPE: PR I " - 

0213:- ORGANISM: human parathyroid hormone peptide fragment 
•:400> SEQUENCE: 2 

Phe Val Ala Leu Gly Ala Pro Leu Ala Pro Arg Asp Ala Gly Ser 

1 5 10 15 
Gin Ara Pro Arg Lys Lys Glu Asp Asn Val Leu Val Glu Ser His 

JO 2 5 3 0 

Giu Lys Ser Leu Gly Glu Ala Asn Lys Ala Asp Val Asn Val Leu 
~ \ 3 5 4 0 4 5 

Thyr Lys Ala Lys Ser Gin 
x 5 0 -— 

v2 1 () • SEQ ID NO: 3. ^ 

02 11> LENGTH: 82<J integer length] 
-.2 1 2 •• TYPE: PET 

o2 13> ORGANISM: human parathyroid hormone peptide fragment 
•:4 (•(•• SEQUENCE: 1 
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RAW SEQUENCE LISTING HATE: 08/2 3/20ul 

PATENT APPLICATION: US/0 9/ 9 2 8 , 0 4 7 TIME: 16:01:06 


Input Set : A:\ES.txt 

Output Set : N:\CRF3\08162001\I928047 . raw 


7 8 

Ser 
1 

G 1 u 

I le 

G 1 n 

L*'U 

Met 

His 

Asn 

Leu 

Gly 

10 

Lys 

Hi s 

Leu 

Asn 

Se r 
If. 

8 :. 

Met. 

Glu 

A r q 

V 3 1 

Glu 

1 rp 

Leu 

Arq 

Lys 

Lys 

Leu 

G 1 n 

A s p 

Va 1 

H i s 






2 ' ■ 





2 5 





80 

C \ 

A s n 

Plie 

Val 

Ala 

1^ Ml 

Gly 

Ala 

Pro 

Leu 

Ala 

Pro 

A rq 

Asp 

A 1 a 

Gly 

f ■> 





* 5 





40 





4 0 

e " 

Ser 

G 1 n 

A rq 

P ro 


Lys 

Lys 

GLu 

A s p 

A s n 

Va 1 

Leu 

Va 1. 

G 1 u 

Se r 

e ^ 





■ 0 





5 5 





6 u 


H : s 

g l u 

Lys 

Ser 

Lt 'u 

5 

G 1 y 

G 1 u 

Ala 

Asn 

Lys 

7 0 

Ala 

Asp 

Va 1 

Asn 

VaJ. 
7 0 


E--> 9 3 Leu, Thyr Lys Ala Lys Ser Gin 

0 1 8 0 

98 < J ].0> SEQ ID NO : 4 ,.. / 


1 ■■ ■ D 
1 ■ w 

■ : 2 1 

L> LENGTH 

: 57 i [ integer length] 







1 i'2 

•:21 

2 TYPE: 

PRT 











1 .■ 4 

•213- ORGANISM: 

human parathyroid hnrmor 

c p 

e p L 1 a 

e fragment 

]_ M f , 

■:4 0 

.)> SEOUPN 

■^E * 











1 1 j 0 

Leu 

Gin 

Asp 

Val 

His 

Asn 

Phe Val 

Ala 

Leu 

Gly 

Ala 

Pro 

Le u 

Ala 

1 1.0 

1 








10 





15 

112 

Pro 

Arq 

Asp 

Ala 

Gly 

Ser 

Gin Arq 

Pro 

A rq 

Lys 

Lys 

G 1 u 

Asp 

Asn 

1 1 8 





2 0 









8 0 

1 1 0 

Val 

Leu 

Val 

Glu 

Ser 

His 

Glu Lys 

Ser 

Leu 

G 1 y 

G 1 u 

Ala 

Asn 

Lys 

1 l.h 





8 5 


^Thyr Lys 


4 0 





4 5 

118 

Ala 

Asp 

Val 

Asn 

Val 

Leu 

Ala 

Lys 

Ser Gin 



1 Mi 





5 0 




5 r > 






12 3 

-;2lo:- SEO m 

NO: 











12 0 

• : 2 1 

L • LENGTH 

: 57 

.-'[ inteqe r 1 ength ] 







1 2 7 

• : 2 ] 

2> TYPE: 

PRT 











12 9 

<2\ 

.L- ORGANISM: 

human parathyroid hormone peptide fragment 

i n 

•:40 

j:- SEQUEN 

GE: 

5 










ll< 

Sei 

Val 

Ser 

Glu 

lie 

Gin 

Leu Met 

His 

Asr: 

Leu 

Gly 

Lys 

His 

Leu 

1.8 4 

1 








1 0 





1. 5 

1..U. 

A s n 

Ser 

Met 

Glu 

Arq 

Val 

Glu Lrp 

Leu 

Arq 

Lys 

Lys 

Leu 

Gin 

Asp 

1 ^ 





20 




') c i 





8 0 

1 <<* 

Val 

His 

Asn 

Phe 

Val 

Ala 

Leu Gly 

Ala 

P ro 

Leu 

Ala 

Pro 

Arq 

Asp 

140 





3 5 




4 0 





4 5 

14 2 

Ala 

Gly 

Ser 

Gin 

Arq 

Pro 

Arq Lys 

Lys 

G 1 u 

Asp 

Asn 

Val 

Leu 

Val 

1 4 3 





50 




5 5 





6 0 

14 5 

(3 1 u 

Ser 

His 

Glu 

Lys 

Ser 

Leu Gly 

Glu 

Ala 

Asn 

Lys 

Ala 

Asp 

Val 

1 4 6 





6 5 




7 0 





75 

148 

Asn 

Val 

Leui 

Thyr 

Lys 

Ala Lys Ser 

Gin 






149 



\ 

80 
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VERIFICATION SUMMARY 

PA I EN T APPLICAT P.;N : US/09/928, 047 


PAT E 


T IMP 


0 8/2 3/2 'J 0 1 
16.01:07 


Input Set : A:\ES.txt 

Output Set,: N:\CRF3\08162001\l928047.raw 


P 0 M : 2 " 0 C. : Cu r re n t Ap p 1. i cu t. i on Numbe r d i tiers , Rep 1 a cec.i C u r rout A pp i i cat. i on No 

L.9 M:2~M C: Current Filinq Pa ' d : : t «m s . Replaced Current Filing Pate 

P (j M:20i W: Mandatory liePi data missing, FIFE RPFPRPNCE 

P 3 9 M : 3 3 3 P • W rc'iiq s eq u e n c e q r o u p i n q , Am i no a o i. d s not i n q rou p s : 

P 39 M:320 P (1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS : 1 

L n3 M:333 P' Wrong sequence grouping, Amino acids not in groups: 

P h3 M;320 E: (1) Wronq NucLeic Acid Designator, NUMBER OF INVALID KEYS : 1 

F:93 M:3 33 Ft Wrong sequence grouping, Amino acids not in groups! 

L 9 ] M:320 F . (1) Wronq NucLeic Acid Designator, NUMBER OF INVALID KEYS : 1 

P lib M:333 E: Wrong sequence grouping, Amino acids not in groups! 

P 1 18 M: 320 E : (1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS : 1 

p 148 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

P. 148 M:320 E: (1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS:! 

L 149 M:2:>2 E: No. of Seq . differs, < 2 1 1 > LENGTH : Input: 5 7 Found: 84 SEQ.5 
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